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Abstract

In this lecture we provide a general description of the main al-
gorithmic approaches for searching patterns in texts and biological
sequences. We place the algorithms in their historical contexts to high-
light why they have been designed and why and how some of them
have been (or should be) improved. The main algorithms we link
together in this general framework are (not being exhaustive): Mc-
Creight (1976), Knuth-Morris-Pratt (1977), Smith-Waterman (1981),
Landau-Vishkin (1989), BLAST (Altshul et al, 1990), Myers (1999),
Amihood et al.(2000), Crochemore et al. (2002).
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