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C.P. 6128, succ. Centre-ville
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Abstract

We first present algorithmic methods for secondary structures pre-
diction based on free energy minimization techniques. We then focus
on algorithmic methods for the identification of conserved RNA struc-
tures in a genome. In particular, we present an approximate regular
expression search method based on an alignment of non-deterministic
automata, and an approximate stem-loop search method based on an
alignment of pushdown automata.


